
Unique Cutters Bold
Sequence:  3_HABP4 MT_pcDNA3.1(+)-C-HA.gb  (Circular / 6665 bp)
Enzymes:  Unique 6+ Cutters  (41 of 646 total)
Features:  20 visible, 20 total
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HABP4 MT_pcDNA3.1(+)-C-HA

SgrDI(6663)  

SspI(6546)  

ScaI(6222)  

PvuI(6112)  

PciI(4849)  

BstZ17I(4470)  

BsmI(4418)  

PfoI(4273)  

RsrII(4014)  

BssHII(3895)  

Pf lFI - Tth111I(3616)  

BsaBI*(3357)  
AvrII(3288)  

BglII  (12)

MfeI  (161)
Bpu10I  (180)

NruI  (208)
MluI  (228)

SpeI  (249)

NdeI  (484)

SnaBI  (590)

Eco53kI  (816)
SacI  (818)

NheI  (895)
BmtI  (899)

PmeI  (904)
AflII  (908)

HindIII  (911)

MreI - SgrAI  (1056)

SacII  (1126)
EcoO109I  (1146)

SbfI  (1257)

BmgBI  (1469)

BsgI  (1659)

AleI  (1697)

BstEII  (2000)

XcmI  (2092)

DraIII  (2765)

StuI  (3287)

3_HABP4 MT_pcDNA3.1(+)-C-HA
6665 bp



3_HABP4 MT_pcDNA3.1(+)-C-HA.gb  (Circular / 6665 bp)

Description:  HA BP4  M T_pcDNA 3.1 (+)-C -HA

Created:  2026 7 8

Last Modif ied:  2026 7 8

Accession Number:  

Code Number:  

Sequence Author:  

DNA Type:  Synthetic  DNA

Laboratory Host Organism:  

Bacterial Transformation Strain:  U nspec ified
Dam+  Dcm+  EcoKI+

Comments:  http://www.gensc ript.com/

References:  
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