Sequence: 3_HABP4 MT_pcDNA3.1(+)-C-HA.gb (Circular/ 6665 bp:
Enzymes: Unique 6+ Cutters (41 of 646 total)
Features: 20 visible, 20 total
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3_HABP4 MT_pcDNA3.1(+)-C-HA.gb (Circular / 6665 bp)

Description:

Created:

Last Modified:

Accession Number:

Code Number:

Sequence Author:

DNA Type:

Laboratory Host Organism:
Bacterial Transformation Strain:

HABP4 MT_pcDNA3.1(+)-C-HA
2026478 H
202647 H8H

Synthetic DNA

Unspecified
Dam* Dcm* EcoKI*
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